
Mapping against
the pan-genome 

of the Para C lineage
yields 1,030,108 
Paratyphi C reads

(Ragna)

33 skeletons 
from Trondheim

304 reads from SK152 are 
speci�c  to S. enterica 

Kraken --- Kmer based 
strain identi�cation

One reference genome 
per species in RefSeq

(~4000 genomes)

One reference genome 
per S. enterica serovar in 

refSeq (20 genomes)

BLASTn against Genbank

Sequenced 111 additional 
genomes of Para C

lineage

108 genomes from 
public database

Collection of Para C lineage
 from diverse geographical 
and temporal sources

Pan-genome 
of the Para C lineage 

266 top hits with Paratyphi C/Choleraesuis

MGplacer

Con�rmed assignment
to Paratyphi C

1.74 billion reads from 9
 libraries in �ve 

biological samples

CONCOCT

mapDamage2

MegaHIT

Work�ow. Overview of the work�ow used in this study.
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