Figure 1.  Domain organization of typical extracellular and intracellular receptors in plants.   Receptor proteins act as surveillance mechanisms that plants utilize to detect signals including microbial associated molecular pattern molecules (MAMPs), damage associated molecular pattern molecules (DAMPs), virulence factors, secreted proteins, or processed peptides. Extracellular PGIP, RLP and RLK-type (classified according to their extracellular domains) receptors recognize these signals by direct or indirect interactions.  Subsequent heterodimerization and phosphorylation events and possible conformational changes promote interactions with regulatory molecules such as RLCKs to distribute the message within the cell.  Intracellular receptors, NB-LRR proteins, tend to recognize pathogen specific signals, most often effector molecules responsible for virulence, either directly or indirectly. Through conformational changes, they evoke the canonical signalling cascade and trigger resistance to the pathogen.  Although NB-LRR-type receptors constitutively reside within the cytoplasm, they are also mobile and can translocate into the nucleus, chloroplast or mitochondria. RLCK-type proteins do not have extracellular domains, however, they are classified as RLKs.  Abbreviations: PGIP, polygalacturonase inhibitor protein; RLP, receptor-like protein RLK, receptor-like kinase; LRR, leucine-rich repeats; LysM, Lysine motif; PR5K, Pathogenesis related 5-like receptor kinase; RLCK, receptor-like cytoplasmic kinase; S-domain, self-incompatibility domain; TNFR, tumour necrosis factor receptor; WAK, wall associated kinase; NB, nucleotide binding; TIR, Toll and Interleukin 1 transmembrane receptor; CC, coiled-coil; EGF, epidermal growth factor; RCC, regulator of chromosome condensation; Ser/Thr, Serine/Threonine.     

