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Summary

� In a world that will rely increasingly on efficient plant growth for sufficient food, it is impor-

tant to learn about natural mechanisms of phytohormone action. In this work, the introduc-

tion of a fluorophore to an auxin molecule represents a sensitive and non-invasive method to

directly visualise auxin localisation with high spatiotemporal resolution.
� The state-of-the-art multidisciplinary approaches of genetic and chemical biology analysis

together with live cell imaging, liquid chromatography–mass spectrometry (LC-MS) and sur-

face plasmon resonance (SPR) methods were employed for the characterisation of auxin-re-

lated biological activity, distribution and stability of the presented compounds in Arabidopsis

thaliana.
� Despite partial metabolisation in vivo, these fluorescent auxins display an uneven and

dynamic distribution leading to the formation of fluorescence maxima in tissues known to

concentrate natural auxin, such as the concave side of the apical hook. Importantly, their dis-

tribution is altered in response to different exogenous stimuli in both roots and shoots. More-

over, we characterised the subcellular localisation of the fluorescent auxin analogues as being

present in the endoplasmic reticulum and endosomes.
� Our work provides powerful tools to visualise auxin distribution within different plant tis-

sues at cellular or subcellular levels and in response to internal and environmental stimuli dur-

ing plant development.

Introduction

Auxin is a phytohormone with morphogen-like characteristics,
which plays an essential role in controlling plant growth and
development. The basic aspect of auxin action lies in its uneven
distribution creating local concentration maxima in specific cells
or tissues (Enders & Strader, 2016). Precise spatiotemporal auxin
levels are regulated by auxin biosynthesis, active polar auxin
transport (PAT) and conjugation and degradation processes
(Ljung, 2013). This uneven auxin distribution together with
auxin perception at the cellular level coordinates plant morpho-
genesis in response to exogenous and endogenous stimuli (Sauer
et al., 2013) during processes including embryogenesis, gravit-
ropic and phototropic responses or lateral root and root hair for-
mation (Vanneste & Friml, 2009).

Indole-3-acetic acid (IAA) is the most important naturally
occurring auxin (Simon & Petr�a�sek, 2010). Furthermore, a wide

range of small synthetic molecules with auxin activity has been
described (Ma & Robert, 2014). Compounds such as 2,4-
dichlorophenoxyacetic acid (2,4-D) or 1-naphtaleneacetic acetic
acid (NAA) are more stable compared with endogenous auxins
and are widely used as growth regulators in research (Woodward
& Bartel, 2005) and as herbicides in horticulture and agriculture.
Auxin action is triggered via its perception by specific receptors
controlling the expression of auxin-responsive genes. The best-
described auxin perception system is based on auxin-dependent
degradation of AUXIN/IAA INDUCIBLE (AUX/IAA) tran-
scription repressors by the 26S proteasome. Binding of IAA to
the TRANSPORT INHIBITOR RESPONSE 1 (TIR1) or
AUXIN SIGNALLING F-BOX (AFB) receptors promotes the
interaction of TIR1/AFB with AUX/IAA transcription inhibitors.
The subsequent degradation of AUX/IAAs leads to the release of
AUXIN RESPONSE FACTOR (ARF) transcription factors and
expression of auxin-responsive genes (Lavy & Estelle, 2016).

IAA is a weak acid adopting a protonated form in the acidic
environment of the apoplast that allows cellular uptake by passive*These authors contributed equally to this work.
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diffusion (Vieten et al., 2007). In the neutral pH of the cyto-
plasm, IAA dissociates into a deprotonated form, reducing its
passive transport through the plasma membrane (Adamowski &
Friml, 2015), and active transport is therefore needed to generate
cell-to-cell auxin flux (Lomax et al., 1995). The tissue specificity
and polar localisation of auxin influx and efflux carriers are essen-
tial in generating auxin maxima in specific tissues such as lateral
root initiation sites in the root pericycle, the concave side of the
apical hook or the quiescent centre (QC) of the root apex
(Grones & Friml, 2015). The main protein family contributing
to auxin uptake into the cell is AUXIN RESISTANT 1/LIKE
AUX (AUX1/LAX) (Bennett et al., 1996; P�eret et al., 2012),
whereas PIN-FORMED (PIN) proteins act as auxin efflux facili-
tators (Adamowski & Friml, 2015). Moreover, the members of
the ATP-binding cassette subfamily B (ABCB) also contribute to
direct auxin transport (Geisler & Murphy, 2006). Among these,
ABCB1 and ABCB19 act as auxin exporters (Za�z�ımalov�a et al.,
2010), but the function of the close homologues ABCB4 and
ABCB21 has been shown to be facultative (Mitchison, 2015).
These homologues play a role as auxin influx carriers under low
auxin concentrations, whereas in high auxin levels both ABCB4
and ABCB21 are converted to auxin efflux transporters (Kami-
moto et al., 2012; Kube�s et al., 2012). In addition, PIN-like
(PILS) putative auxin carriers (Barbez et al., 2012) localised on
endoplasmic reticulum (ER) membranes and vacuolar auxin
transporter WALLS ARE THIN1 (WAT1) (Ranocha et al.,
2013) also participate in the maintenance of intracellular auxin
homeostasis. However, auxin homeostasis at the subcellular level
has not been easy to study even though organelle-specific auxin
biosynthesis, metabolism and transport sites have been discovered
(Skalick�y et al., 2018). As specific ER and vacuolar auxin trans-
porters have been identified, auxin is expected to be present in
these organelles, although little information is known about the
resting and active concentrations in these compartments. In pro-
toplasts, auxin enters the nucleus predominantly via the ER
(Middleton et al., 2018) and IAA has been identified in endo-
somes and endomembranous compartments of root apex cells in
maize (Schlicht et al., 2006) and Arabidopsis (Mettbach et al.,
2017) by immunofluorescence or immunogold staining, respec-
tively. Moreover, treatment with the endomembrane trafficking
inhibitor brefeldin A (BFA) that traps auxin PIN transporters in
endosomal vesicles and induces their intracellular accumulation
(Steinmann et al., 1999), resulted in a strong auxin signal in
BFA-induced compartments (Schlicht et al., 2006; Mettbach
et al., 2017). Overall, the importance of active auxin transport in
plant development or in responses to environmental stimuli at
both tissue and cellular levels has been demonstrated by the
diverse developmental defects of mutants defective in auxin trans-
port. For instance, proper apical hook development protects the
shoot apical meristem while the seedling emerges through the soil
and is highly dependent on tissue-specific auxin distribution
mainly mediated by the auxin importer proteins AUX1 and
LAX3 (Vandenbussche et al., 2010) and PIN exporters, especially
PIN3 (�Z�adn�ıkov�a et al., 2010). This auxin transport machinery
contributes to the formation of an auxin gradient with a maxi-
mum on the concave side of the hook (Vandenbussche et al.,

2010), resulting in differential growth between the inner and
outer sides of the hypocotyl to form a hook-like structure (Abbas
et al., 2013). Exposure of the etiolated seedling to light results in
PAT-mediated auxin redistribution from the concave side leading
to apical hook opening (Schwark and Schierle, 1992; Lehman
et al., 2009).

2,4-D and NAA are useful tools for studying auxin transport
as they can dissect auxin influx and efflux due to their different
transport properties (Delbarre et al., 1996; Lewis and Muday,
2009). The uptake of 2,4-D is predominantly facilitated by the
AUX1/LAX auxin influx carriers (Delbarre et al., 1996; Yang
et al., 2006; P�eret et al., 2012; Hoyerov�a et al., 2018), whereas
this compound is a poor substrate for auxin efflux carriers. By
contrast, NAA transport is predominantly facilitated by PIN-me-
diated efflux, especially by PIN4 and PIN7 (Petr�a�sek et al.,
2006). In addition, ABCB1 and ABCB19 contribute to the efflux
of 2,4-D (Yang & Murphy, 2009) while ABCB4 facilitates the
efflux of NAA (Cho et al., 2007).

Several methods have been developed to study the regulation
of auxin response distribution during plant development. Auxin-
specific genetic reporters enable tissue-specific localisation of
auxin activity as a result of the expression of markers (e.g. b-glu-
curonidase (GUS) or fluorescent proteins) fused to auxin-sensi-
tive promoters (Pa�r�ızkov�a et al., 2017). In addition, degradation-
based reporters have been constructed to provide sensitive and
rapid responses to the presence of auxin at a cellular resolution.
The fluorescently tagged DII domain of the AUX/IAA repressors
(DII-Venus) undergoes rapid degradation in response to auxin
(Tan et al., 2007). The loss of the DII-Venus fluorescent signal
can therefore be used to detect dynamic changes in auxin distri-
bution (Brunoud et al., 2012). Approaches employing microelec-
trodes, scintillation detection of radiolabelled IAA molecules or
IAA targeted monoclonal antibodies all provide the potential for
direct detection of auxin distribution in plants, but none has been
widely adopted (Pa�r�ızkov�a et al., 2017). By contrast, auxin fluo-
rescent labelling has recently become popular and this technique
represents a real-time and relatively non-invasive approach for
detecting auxin distributions directly in vivo (Hayashi et al.,
2014; Sokołowska et al., 2014; Bieleszov�a et al., 2019).

Here we present new tools to monitor auxin distribution using
2,4-D analogues labelled with the 7-nitro-2,1,3-benzoxadiazole
(NBD) fluorophore. These fluorescently labelled 2,4-D deriva-
tives specifically accumulate in the tissues when auxin maxima
are expected, such as the QC of root tips or concave side of apical
hooks. Moreover, at a subcellular level, we discovered the pres-
ence of the fluorescent analogues in specific organelles: ER and
endosomes. Such a toolset represents high spatiotemporal resolu-
tion support for revealing the mechanisms behind the precise,
local regulation of auxin distribution in live material.

Materials and Methods

Plant materials and growth conditions

Seeds of Arabidopsis thaliana ecotype Columbia (Col-0) were
sown on plates of half-strength Murashige & Skoog medium
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(½MS) medium (2.2 g l�1 Murashige & Skoog medium Duchefa
Biochemie, 1% sucrose, 0.05 g l�1 morpholinoethanesulfonic
acid Sigma Aldrich and 0.7% agar Duchefa Biochemie, pH 5.6),
stratified for 2 d at 4°C in the dark and then transferred to long-
day light conditions (22°C, 16 h : 8 h, light : dark) for 5 d for
light-grown seedlings. After 2 d of stratification and 5 h in light
(22°C), sown plates were packed into aluminium foil and grown
in the dark for 3 d for dark-grown seedlings. aux1-21lax3
(Swarup et al., 2008), pD R5::GUS (Ulmasov et al., 1997),
p35S::DII-Venus (Brunoud et al., 2012), pDR5rev:erRFP (Marin
et al., 2010), pSYP61::SYP61-CFP (Robert et al., 2008), p35S::
H2B-mCherry (Mao et al., 2016) and p24d5-RFP (Montesinos
et al., 2012) Arabidopsis lines were on the Col-0 background and
have been described before. The pin3pin4pin7 mutant on the
Col-0/Ler background was kindly provided by H�el�ene S. Robert,
Ceitec, Brno, Czechia.

FluorA synthesis and metabolisation dynamics
determination

For a detailed description of the synthesis of FluorA compounds
and LC-MS/MS determination of their metabolisation dynamics
in planta see the Supporting Information (Methods S1, S2; Eyer
et al., 2016). The GUS assay and surface plasmon resonance
(SPR; Lee et al., 2014) method were further employed for the
characterisation of auxin-related biological activity (see Methods
S3, S4, respectively). The storage and usage of the compounds
are described in more detail in Notes S1.

p35S::DII-Venus auxin-responsive assay

Here, 5-d-old seedlings of p35S::DII-Venus Arabidopsis lines
were treated in liquid ½MS medium in the presence of 10 lM
fluorescent compounds or dimethyl sulphoxide (DMSO) and
230 nM 2,4-D as controls for 15 min. Treatment was followed
by a 30-min washout of the compounds with fresh medium,
which was changed three times during the washout step. The
seedlings were then transferred to a glass slide with a drop of
untreated medium and confocal images of Venus fluorescence
were taken as described in the following section.

Imaging of fluorescent auxin analogues

Seedlings were typically treated by immersion in liquid ½MS
medium supplemented by auxin fluorescent analogues at 2 µM
concentration for 15 min, and then transferred to microscope
glass slides with a drop of the medium containing tested com-
pounds. Confocal images were taken immediately using a Zeiss
LSM 780 confocal microscope with an LCI Plan-Neofluar 925/
0.8 Imm Corr differential interference contrast (DIC) M27
objective. NBD-labelled auxins and Venus fluorescent protein
were excited at 488 nm, red fluorescent protein (RFP) and
mCherry fluorescent proteins at 560 nm and cyan fluorescent
protein (CFP) at 458 nm by an argon multiline laser. For a
detailed description of transport assay and subcellular localisation
experiments see Methods S5.

Distribution assays of FluorAs in response to light or gravity

To test the distribution of fluorescent analogues in apical hooks,
3-d-old etiolated seedlings of Arabidopsis were treated with 2 µM
fluorescent analogues in liquid medium under green light, kept
in darkness for 15 min and then transferred to vertical plates con-
taining solid ½MS medium supplemented with 2 µM com-
pounds. Plates were placed vertically in a humidifying dark
chamber to avoid drying of the samples and confocal images were
immediately recorded (time point 0 min) with a Nikon vertical
macroconfocal (AZ-C2 vertical) with a AZ100 horizontally
mounted macroscope with option of 92/0.2 WD 45 mm or 95/
0.5 WD 15 mm DIC macro-objectives. After the first image, the
control plates were maintained in darkness while the plates to be
light-stimulated were transferred to a growth chamber under
standard light conditions for 30 min before being imaged again
(time point 30 min). The control plates maintained in darkness
were imaged every 30 min for 90 min.

Next, 5-d-old seedlings of Arabidopsis grown on square plates
were gravistimulated by 90° rotation for 40 min, then transferred
to liquid medium in 24-well plates and treated with a 2 lM solu-
tion of fluorescent analogues for 15 min. The seedlings were then
transferred to a glass slide and imaged using a Zeiss LSM 780
confocal microscope as described previously.

Statistical analysis

Measurements of NBD fluorescence intensity were performed
using IMAGEJ v.1.51f software (Schindelin et al., 2015). Statistical
analysis of data was performed to compare treatment with
DMSO control using two-sided independent Student’s t-tests
using EXCEL (Microsoft).

Image processing

All adjustments of acquired scanned or confocal images were per-
formed using IMAGEJ v.1.51w software (Schindelin et al., 2015)
with the same settings for each experimental dataset. Drawings
were accomplished by CHEMBIODRAW ULTRA, CORELDRAW X7
and Adobe ILLUSTRATOR.

Results

Design strategy for generation of the fluorescent auxin
library

The intention of this study was to develop fluorescently labelled
auxins that would maintain the original hormone activity and
would display auxin-like distribution in plant tissues. As the
influx of 2,4-D in planta is primarily achieved via AUX1, this
compound has long been used to study auxin influx mechanisms
(Seifertov�a et al., 2014). Additionally, 2,4-D was recently shown
to be transported via auxin exporters (Yang & Murphy, 2009)
and shows lower sensitivity to inactivating enzymes compared
with IAA in planta (Grossmann, 2009), making it a credible
reporter molecule for auxin transport research. Our parallel study
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(Vain et al., 2019) demonstrated that 2,4-D analogues bearing
various phenylpiperazines or phenylthioethylamines coupled via
an amide bond to their carboxyl group appeared to promote
specific interactions of the auxin receptor TRANSPORT
INHIBITOR RESPONSE1 (TIR1) with different AUX/IAA
transcriptional regulators to influence different developmental
processes.

Inspired by these results, 2,4-D was fluorescently labelled with
an NBD fluorophore via its carboxyl group using three different
linkers – ethylenediamine (EDA), piperazine (PIP) and 1,3-
dimercaptopropane (DMP) and the resulting compounds were
collectively named FluorAs (from fluorescent auxins) (Fig. S1a;
Methods S1). Based on a screening strategy (Fig. S1b), EDA and
PIP linkers were then chosen to label other auxin analogues (4-
bromophenoxyacetic acid, 4-Br-POA; 2,4,5-trichlorophenoxy-
acetic acid, 2,4,5-T; 4-chlorophenoxyacetic acid, 4-Cl-POA and
2-phenoxyacetic acid, POA) with an NBD tag (Fig. S1a) to
obtain a wide portfolio of fluorescent auxin reporter candidates.

Searching for candidates – the structure–activity
relationships of FluorAs

The best candidate FluorAs were chosen based on their biological
activity and fluorescent properties in planta (Figs 1, S1b). Their
activity was established by their ability to inhibit primary root
growth of Arabidopsis Col-0 seedlings (Figs 1a, S2a,b) and to

induce the expression of Arabidopsis auxin response marker
pDR5::GUS (Fig. S2c; Methods S3). The most active fluorescent
analogues were the ones derived from 2,4-D (FluorA I–III)
regardless of the linker, showing a dose-dependent bioactivity
above 1 µM on primary root growth (Figs 1a, S2b; Table S1) and
promoting the expression of pDR5::GUS in roots at 10 µM
within 5 h of treatment (Fig. S2c). Other fluorescent derivatives
exhibited lower or no activity in both assays (FluorA IV–XI;
Fig. S2a–c), except FluorA IX, a 4-Cl-POA derivative, that dis-
played an effect similar to the 2,4-D-like compounds. However,
as FluorA IX induced a different biological response to FluorA
VIII, the other 4-Cl-POA analogue tested, we chose to exclude
FluorA IX from the candidates. In addition, the fluorescence
properties of the 2,4-D analogues FluorA I, II and III, bearing
three different linkers (EDA, PIP and DMP) (Fig. S1a) were eval-
uated. FluorA XI derived from POA, which did not affect root
growth or pDR5::GUS expression (Fig. S2a–c), was suitable as a
negative control. The strongest fluorescent signal was provided
by FluorA II (Figs 1b, S3). Using the confocal settings and treat-
ment parameters optimised for FluorA II (Fig. S3a,b), FluorA I
and XI displayed a similar distribution pattern to FluorA II but
showed lower fluorescence intensity in roots after 15 min uptake
at 2 µM (Figs S3a,b, S4a). Unfortunately, FluorA III, the most
active analogue in the auxin bioassays (Fig. S2b,c), did not
provide any fluorescent output (Fig. 1b), appearing similar to
DMSO control (Fig. S4b), making this compound unsuitable for

Fig. 1 Screening strategy for FluorAs. (a)
Dose-dependent effect (1, 10, 50 µM) of
2,4-dichlorophenoxyacetic acid (2,4-D) and
FluorA compounds or dimethyl sulfoxide
(DMSO) only (0 µM) on primary root growth
of Arabidopsis thaliana Col-0 wild-type
(WT). (b) Accumulation of FluorA
compounds in the primary root of
Arabidopsis Col-0 WT. The fluorescence
signal was visualised with confocal settings
optimised for FluorA II. Bars, 100 µm.
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visualising auxin distribution. Moreover, PIP-NBD (the linker
and fluorophore of FluorA II but lacking the 2,4-D moiety) was
not taken up (Fig. S4b), so the uptake of the compounds
appeared to be dependent on the auxinic substructure. Our com-
pound screening revealed that FluorA I and FluorA II were two
promising fluorescent candidates derived from 2,4-D and suit-
able for advanced characterisation of their biological functions.

Biological activity of FluorAs related to their metabolisation
in planta

As these results suggested that the 2,4-D-derived FluorA ana-
logues actively affected plant growth in an auxin-dependent man-
ner, as well as triggering an early auxin-responsive promoter, we
investigated their uptake and stability dynamics in vivo. For this
purpose, a rapid analytical approach using a one-step purification
method coupled with liquid chromatography-tandem mass spec-
trometry (LC-MS/MS) was developed to perform absolute quan-
tification of all analytes (Methods S2). To address the observed
biological activity to FluorA compounds, this method was
employed for determination of time-dependent metabolisation
dynamics of fluorescent 2,4-D derivatives in roots of Arabidopsis
Col-0 seedlings. In the time-course experiment, a linear trend of
FluorA metabolism to free 2,4-D was observed (Fig. 2a,b;
Table S2). It was calculated that after 15 min of 10 µM FluorA
treatment c. 2.7 pmol of free 2,4-D was released per 50 roots. To
calculate the exogenous concentration of 2,4-D providing this
amount of internal 2,4-D, we performed a dose–response analysis
on Col-0 wild-type (WT) seedlings with various 2,4-D concen-
trations. The quantification of 2,4-D levels accumulated inter-
nally upon 15 min of treatment (Fig. 2c; Table S3) led us to
estimate the appropriate treatment concentration of 2,4-D as
230 nM using the determined quadratic equation. Seedlings of
the Arabidopsis reporter line p35S::DII-Venus, which expressed
fluorescently labelled auxin-sensitive DII domains of AUX/IAAs,
were then treated for 15 min with 10 µM FluorA compounds
and 230 nM 2,4-D, and the fluorescence signals in response to
the treatments were compared (Fig. 2d). The quantification of
the Venus signal showed that these treatments led to similar levels
of degradation of the Venus signal (Fig. 2e; Table S4). This
strongly suggested that the observed auxinic activity came from
metabolisation of FluorAs to 2,4-D. This fact was also supported
by the SPR analysis (Methods S4), which revealed that FluorA
derivatives did not bind to the TIR1 receptor in vitro and there-
fore did not display auxin activity, and only a very weak anti-
auxin activity, as FluorA II slightly inhibits IAA-TIR1 binding
(Fig. 2f,g; Dataset S1). Therefore, we can assume that FluorA
compounds are not perceived by the auxin perception machinery
and that the biological activity previously observed in auxin
bioassays should be addressed to free 2,4-D released by in vivo
metabolism of FluorAs.

Localisation of FluorAs in planta

Even though the biological activity of FluorAs was difficult to
assess, we tested their potential as tools for dissecting the auxin

transport machinery activity. Hence, the in planta localisation of
FluorA I and II, as well as XI as a negative control, was further
investigated in both shoots and roots of Arabidopsis (Methods
S5).

The DMSO control showed no specific fluorescent pattern in
the shoots of dark-grown seedlings (Fig. S4c), but the FluorA I
signal was visible at the base of the cotyledons, and an uneven dis-
tribution of FluorA II was observed in the apical hook region of
the hypocotyl (Fig. 3a), reminiscent of the asymmetric auxin dis-
tribution known to occur across the hook, with accumulation in
the concave side (�Z�adn�ıkov�a et al., 2010). The marked auxin-like
distribution of FluorA II in the apical hook was further analysed
in etiolated pDR5rev:erRFP seedlings, in which a similar pattern
of localisation was observed for RFP and NBD signals after
FluorA II but not DMSO treatment (Fig. 3b). Importantly,
FluorA XI did not show any such accumulation pattern in the
apical hook (Fig. S4c).

In the root, both FluorA I and II displayed accumulation in
the epidermis, QC of the root tip, columella and lateral root cap
(Fig. 3c). Moreover, these 2,4-D probes were also detected in lat-
eral root primordia in the early stages of development but with
no obvious preferential accumulation (Fig. 3d). In early-emerg-
ing lateral roots, FluorA I, unlike FluorA II, displayed auxin-like
accumulation (Benkov�a et al., 2003) with the strongest signal at
the emerging tip (Fig. 3e).

To conclude, even though FluorAs are slightly metabolised
in vivo, they can serve as convenient tools to non-invasively visu-
alise tissue-specific auxin localisations in a complementary man-
ner in plants.

Auxin transport carriers are involved in distribution of
FluorAs

We next examined the impact of auxin transport mechanisms on
the distribution of FluorAs in Arabidopsis. The pretreatment of
plants with the auxin efflux inhibitor N-1-naphthylphthalamic
acid (NPA) led to the cellular accumulation of both FluorA I and
II in roots, increasing the overall fluorescence signal (Fig. 4a;
Table S5), which suggested that active auxin efflux is involved in
regulating the distribution of these FluorA compounds. NPA
treatment resulted in a pronounced fluorescent signal in the col-
umella and the root cap cells of the root meristem and in the epi-
dermis, however NPA-treated roots showed no accumulation in
the QC (Fig. 4a). Importantly, NPA pretreatment did not lead to
increased accumulation of FluorA XI (Fig. S4d), indicating that
this compound is not actively exported, in contrast with FluorA I
and II. No significant changes in fluorescence intensity or pattern
were observed after affecting auxin influx pathways by using
either the aux1-21lax3 auxin transport mutant or pretreatment
with the auxin influx inhibitor 2-naphthoxyacetic acid (2-NOA)
(Fig. S4e; Table S6) indicating that the compounds are likely to
bypass active auxin influx, and instead are internalised by passive
diffusion.

A similar result was observed in the shoot during hypocotyl
transport assays, in which decapitated etiolated hypocotyls were
placed below blocks of agar containing 2 µM FluorAs. After 3 h,
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fluorescence signals of both compounds were observed in the
hypocotyl with a gradient distribution, being most concentrated
near the agar block (Fig. S4f). NPA pretreatment of the

hypocotyls to block active auxin efflux did not prevent the Flu-
orAs from entering the hypocotyls and the tissue signal pattern
was similar to that in non-NPA-treated plants (Fig. S4f).

Fig. 2 Biological activity of FluorAs is driven by metabolisation in vivo. (a, b) Quantitative determination of uptake and metabolisation dynamics of FluorA I
and FluorA II in planta using liquid chromatography–mass spectrometry (LC-MS/MS) detection. Seedlings of Arabidopsis thaliana Col-0 wild-type were
treated in liquid ½MS medium supplemented with 10 µM FluorA I (a) or FluorA II (b) and then roots were collected at defined time points. Both FluorA I
and FluorA II displayed similar linear rates of metabolisation and the linear equation was used to calculate free 2,4-dichlorophenoxyacetic acid (2,4-D) in
15min to be 2.7 pmol/50 roots. Values are means� SD (n = 4). (c) Determination of internal levels of 2,4-D with respect to applied exogenous
concentrations after 15min uptake. The obtained quadratic equation was used for calculation of exogenous 2,4-D concentration for obtaining 2.7 pmol/
50 roots in planta to be 230 nM. Values are means� SD (n = 4). (d) Representative images of Arabidopsis p35S::DII-Venus seedlings after 15min
treatment with dimethyl sulfoxide (DMSO), 230 nM 2,4-D and 10 µM FluorA compounds. Bars, 50 µm. (e) Quantification of Venus signal in the roots
from experiment presented in (d), revealing that 2,4-D and FluorA treatments displayed similar auxin response suggesting that the bioactivity of FluorA
compounds is caused by metabolisation of FluorAs in planta to free 2,4-D. Statistical analyses were performed using the Student’s t-test to compare with
DMSO (values are means� SE; n = 30 from three independent biological replicates; P-values: *, P < 0.05; ***, P < 0.0005). (f, g) By recording the assembly
of the TRANSPORT INHIBITOR RESPONSE 1/AUXIN SIGNALLING F-BOX (TIR1/AFB) and AUXIN/INDOLE-3-ACETIC ACID7 (IAA7) co-receptor
complex, surface plasmon resonance (SPR) analysis confirmed that FluorAs do not possess auxin activity in vitro (a), but may exhibit very weak anti-auxin
activity by competing with indole-3-acetic acid (IAA) and reducing the signal amplitude when present in excess (b). Traces for both FluorA I and FluorA II
were comparable, therefore only results for 50 µM FluorA II are presented.
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However, NPA treatment led to an increased signal close to the
agar blocks, suggesting that both diffusion and PAT contributed
to FluorA distribution. Moreover, in the apical hook regions of
nondecapitated hypocotyls, the accumulations of FluorA I at the
base of the cotyledons and FluorA II on the concave side of the
apical hook were abolished by NPA treatment (Fig. 4b compared
with Fig. 3a), showing that active auxin transport is required to
create these maxima.

To explore the mechanisms of FluorA transport further,
uptake and accumulation of FluorA II in auxin transport protein
defective mutants were tested. In the aux1-21lax3 mutant in Col-
0 background that is deficient in two of the main auxin influx
carriers, FluorA II accumulation in the concave side of the hook
was abolished (Fig. 4c). Conversely, the pin3pin4pin7 mutant in
Col-0/Ler background, that lacks any hook-like structure,
showed symmetrical accumulation of FluorA II in the epidermis
on both sides of the hypocotyl (Fig. 4c), suggesting that PIN

proteins play an important role in the distribution of FluorA II.
Markedly, the FluorA II signal was stronger in Ler compared
with Col-0 wild-type (Fig. 4c). Overall, the data obtained indi-
cated that the tissue distribution of both FluorA I and II is facili-
tated by diffusion and regulated by the active auxin transport
system, allowing the use of these fluorescent analogues to visualise
auxin distribution and auxin-dependent processes such as hook
development in a precise way.

FluorAs allow visualisation of auxin redistribution following
exogenous stimuli

PAT also plays an important role in auxin tissue-specific redistri-
bution as a response to different kinds of environmental stimuli
such as gravistimulation or light (Friml et al., 2002; Adamowski
& Friml, 2015). In agreement with this, roots of Arabidopsis
Col-0 wild-type treated with FluorA I displayed an uneven

(a)

(b)

(c) (d) (e)

Fig. 3 Localisation of FluorAs in planta. (a)
After 15min treatment with 2 µM
concentration, FluorA I accumulated at the
base of the cotyledons while FluorA II
accumulated in the inner apical hook of 3-d-
old dark-grown Arabidopsis Col-0 wild-type
(WT) seedlings. The arrows indicate tissue-
specific accumulation of FluorAs in the
cotyledons or hypocotyl. Bars, 100 µm. (b)
Etiolated Arabidopsis pDR5rev:erRFP
seedlings were treated with 2 µM FluorA II or
equivalent volume of DMSO for 15min. RFP
signal displayed similar localisation with 7-
nitro-2,1,3-benzoxadiazole (NBD) signal on
the concave side of the apical hook after
FluorA II but not dimethyl sulfoxide (DMSO)
treatment. Bars, 50 µm. (c) FluorA I and
FluorA II established concentration maxima
in the epidermis, quiescent centre (QC),
columella and lateral root cap of Arabidopsis
thaliana Col-0 WT seedling roots after
incubation with 2 µM FluorAs for 15min
followed by transfer on untreated solid
medium for 3 h. The arrows indicate QC
cells. Bars, 50 µm. (d, e) The presence of
FluorAs in lateral root primordia (d) and
emerging lateral roots (e) of Arabidopsis Col-
0 WT seedlings after 15min treatment with
2 µM (d) or 10 µM (e) FluorAs. The
arrowheads indicate lateral root initiation
sites. Bars, 50 µm. Here, 10–13 seedlings per
each of three biological replicates were
observed and the frequency of those
showing the specific FluorA accumulation
presented was c. 80% (a) or 50% (c).
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distribution of fluorescence in the epidermis following gravistim-
ulation, with a slightly but consistently stronger signal on the
lower side of the gravistimulated root (Fig. 5a), while the negative
control FluorA XI did not show this effect (Fig. S4g). It has been
shown that the differential accumulation of auxin in the apical
hook is disrupted by light, leading to apical hook opening (Lis-
cum & Hangarter, 1993). To test whether FluorA compound
distribution was also sensitive to an external light signal, etiolated
Col-0 wild-type seedlings with established fluorescent maxima of
FluorA II on the concave side of the apical hook were transferred
to standard light conditions and imaged at different time points.
Control plants were kept in the dark. Continuous light stimula-
tion led to the redistribution of the fluorescent signal and loss of
accumulation at the concave side of the hook after 30 min
(Fig. 5b), while the FluorA II accumulation was still observed at
this 30 min time point in the seedlings incubated in the dark
(Fig. 5c). However, 90 min after taking the first image, the accu-
mulation had also disappeared in the dark-incubated seedlings
(Fig. 5c). This redistribution in darkness might be a result of
FluorA diffusion together with active transport from the hook
zone caused by brief illumination during the imaging. Neverthe-
less, as it took a significantly longer time to lose the fluorescence
accumulation in the dark-incubated compared with light-

stimulated seedlings, we proposed that the FluorA redistribution
is triggered by light and is PAT dependent. Moreover, the consis-
tent fluorescence signal in the roots at the same time points con-
firmed that the loss of accumulation was tissue specific, and not
due to light-stimulated degradation of FluorA II (Fig. S5). Over-
all, our data showed that the fluorescently labelled auxin ana-
logues FluorA I and FluorA II can be used as probes for
visualisation of auxin sites of action and to follow auxin redistri-
bution patterns during different developmental processes such as
gravistimulation-induced root bending or light-induced apical
hook opening.

High spatial resolution of FluorA imaging enables the study
of subcellular auxin localisation

A huge advantage of fluorescently labelled hormones is the possi-
bility of determining their distribution at high spatiotemporal
resolution. Whereas other commonly used methods usually
provide qualitative information about hormone distribution with
an organ/tissue-level resolution, visualisation of small fluorescent
molecules in real time is possible even at the subcellular level in a
minimally invasive manner (Lace & Prandi, 2016). To investi-
gate the distribution of FluorA I and II compounds at the level of

Fig. 4 Distribution of FluorAs in planta driven
by polar auxin transport (PAT). (a) Auxin
active transport inhibitor N-1-
naphthylphthalamic acid (NPA) increases the
intracellular accumulation of FluorA
compounds. The intensity of the FluorA
fluorescence in Arabidopsis thaliana roots
was quantified and expressed relative to
non-NPA-treated plants. Statistical analyses
were performed using the Student’s t-test to
compare NPA-treated with untreated plants
(values are means� SE; n = 30 from three
independent biological replicates; P-values:
***, P < 0.0001). (b) NPA pretreatment
disturbed the localisation of FluorA I in
cotyledons and FluorA II in apical hooks of 3-
d-old dark-grown Arabidopsis Col-0 wild-
type (WT) seedlings. Bars, 50 µm. Here, 10–
13 seedlings per each of three biological
replicates were observed and the frequency
of those showing the specific FluorA
accumulation presented was c. 80%. (c)
FluorA II displayed asymmetric distribution in
both Col-0 and LerWT apical hooks. The
accumulation on the concave side was
absent in the aux1-21lax2mutant while the
pin3pin4pin7mutant lacking a hook-like
structure exhibited symmetrical fluorescence
signal in the epidermis on both sides of the
hypocotyl. Bars, 100 µm. For each genotype,
10–13 seedlings per each of three biological
replicates were observed and the frequency
of those showing the specific accumulation
presented was c. 80% for each.
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individual organelles, several Arabidopsis marker lines were
examined for the co-localisation of the FluorA NBD signal with
the fluorescent label of the respective organelle. The co-localisa-
tion of FluorA I and FluorA II with the (CFP)-tagged trafficking
marker SYNTAXIN OF PLANTS 61 (pSYP61::SYP61-CFP)
indicated the presence of FluorAs in the endosomes (Fig. 6a). In
addition, both of the FluorAs showed higher co-localisation of
the NBD signal with the SYP61 marker after treatment with
BFA (Fig. 6b). These results suggested that the FluorA com-
pounds localised to the endosomes within the endomembrane
trafficking system. Moreover, the FluorA signals co-localised well
with the p24d5-RFP signal of an ER marker line, showing that
both FluorA I and FluorA II localised to the ER (Fig. 6c). Con-
versely, under our experimental conditions the presence of
FluorA compounds was not observed in the regions of condensed
heterochromatin in the nucleus visualised with the p35S::H2B-
mCherry marker (Fig. 6d). The presence of FluorA XI in ER and
endosomes (Fig. S6) suggested partially passive transport of
FluorA compounds to these organelles. Taken together, our
results showed that our compounds can serve as useful research

tools to track the dynamics of the transport and distribution of
auxins in planta, not only within different tissues, but also at the
subcellular level.

Discussion

Recently, an extensive interest in imaging of signalling molecules
has developed in the plant biology field (Lace & Prandi, 2016).
Fluorescent versions of native and synthetic auxins, resulting in
both fluorescently labelled (Muscolo et al., 2007; Hayashi et al.,
2014; Sokołowska et al., 2014; Bieleszov�a et al., 2019) and caged
auxins (Atta et al., 2010, 2013, 2015) have been reported and
used for various purposes. The first attempt to label auxin for live
imaging was performed by Sokołowska et al. N1 substitution of
IAA was utilised for conjugation with fluorescein isothiocyanate
(FITC) or rhodamine isothiocyanate (RITC) using a simple syn-
thetic procedure. Both conjugates were shown to maintain auxin
biological activity on oat coleoptiles and Arabidopsis roots as well
as the native auxin distribution pattern in the latter (Sokołowska
et al., 2014). However, the stability of the compounds in vivo

Fig. 5 Distribution of FluorAs in response to auxin-responsive external stimuli. (a) FluorA I accumulated asymmetrically in the gravistimulated roots of
Arabidopsis thaliana Col-0 wild-type (WT) seedlings 40min after the stimulation (right image) compared with nongravistimulated roots (left image). Bars,
100 µm. Here, 10–13 gravistimulated seedlings per each of three biological replicates were observed and the frequency of those showing the specific
accumulation presented was c. 60%. The white arrow indicates tissue-specific accumulation of FluorA I in gravistimulated root; yellow arrows indicate root
orientation towards gravity (g). (b, c) Dark-grown seedlings of Arabidopsis Col-0 WT were treated in liquid ½MS medium supplemented with 2 µM FluorA
II, after 15min they were transferred onto vertical plates containing solid ½MS medium supplemented with 2 µM FluorA II and directly imaged with a
vertical macroconfocal microscope (0min). After that, the plates were either placed into an illuminated growth chamber (b) or kept in the dark (c) and
imaged every 30min. The FluorA II accumulation was redistributed after 30min (b) and 90min (c) with or without a continuous light stimulus,
respectively. Bars, 1 mm. The white arrows indicate the concave apical hook side. Here, 10–13 seedlings per each of three biological replicates were
observed in light and darkness and the frequency of seedlings showing the specific accumulation presented was c. 80% for each.
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and its link with the auxin effects in planta were not discussed.
By contrast, Hayashi and colleagues argued that elevated auxin
concentrations would induce changes in auxin metabolism, such
as an increase in GRETCHEN HAGEN 3 (GH3) auxin-inacti-
vating enzymes (Ludwig-M€uller, 2011) and alter the localisation
of PIN transporters (Petr�a�sek & Friml, 2009) and therefore the
exogenous application of active fluorescent analogues would no
longer mimic native auxin distribution. The authors, therefore,
employed a synthesis strategy using benzyl-auxin analogues of
IAA and NAA, which appeared to be recognised by auxin trans-
porters but not by auxin receptors (Tsuda et al., 2011). They
focused on the preparation of two conjugates of IAA and NAA
with NBD, which are active within the auxin transport system
but inactive within auxin signalling (Hayashi et al., 2014). Fur-
thermore, a group of novel IAA fluorescent derivatives was pre-
pared by introducing the NBD tag on the N1 position of the
IAA indole ring via aliphatic linkers varying in the number of car-
bons in their structure from C3 to C6 (Bieleszov�a et al., 2019).
Interestingly, such a substitution in the N1 position was shown

to change the auxin-like compound into an anti-auxin. More-
over, both the anti-auxin activity and fluorescence properties of
these compounds were significantly dependent on the length of
the linker, with the compound bearing the longest C6 linker act-
ing as the most potent anti-auxin as well as providing the best flu-
orescence properties (Bieleszov�a et al., 2019).

Here we present fluorescent auxin analogues derived from 2,4-
D and labelled with NBD using two different linkers that are
attached via the side-chain carboxyl group of the 2,4-D with an
amide bond. Our concurrent study presenting structures similar
to FluorA compounds, being 2,4-D and 2,4,5-T derivatives bear-
ing the same PIP linker and a cysteamine aliphatic linker, showed
these structures to be sterically favourable for binding to the
TIR1-AUX/IAA7 co-receptor system in pull-down assays (Vain
et al., 2019). An extensive SPR analysis revealed that various
auxin agonists, including chlorinated auxin derivatives, can dif-
ferently stabilise the co-receptor system depending on the F-box-
AUX/IAA partners, but that IAA conjugates were inactive (Lee
et al., 2014). Use of the same SPR assay revealed that none of the

(a)

(b) (d)

(c)

Fig. 6 Subcellular localisation of FluorAs. (a–d) Confocal images of epidermal cells of the root meristematic zone of Arabidopsis thaliana Col-0 seedlings
expressing specific organelle markers indicate FluorA I and II to be localised in endosomes (a, b) without (a) and with (b) brefeldin A (BFA) treatment based
on co-localisation of FluorA NBD fluorescence signal with pSYP61::SYP61-CFPmarker; in endoplasmic reticulum (ER) (c) based on co-localisation of NBD
signal with p24d5-RFPmarker; and in nuclei (d) based on co-localisation of 7-nitro-2,1,3-benzoxadiazole (NBD) signal with p35S::H2B-mCherrymarker
after 15min treatment with 2 µM FluorA compounds. Bars, 10 µm. The focal plane was adjusted to capture particular organelles. The fluorescence
intensity was digitally enhanced for FluorA I to improve visibility.
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FluorA conjugates of 2,4-D bound to the TIR1 receptor in vitro.
Therefore, similarly to Hayashi’s compounds, the FluorAs do not
interfere directly with auxin action. This was confirmed in vivo
by treatment of p35S::DII-Venus seedlings, when the exogenous
application of 2,4-D in an equivalent amount to that produced
from FluorA metabolisation produced a similar response as
FluorA treatment itself.

The presented fluorescent analogues FluorA I and FluorA II
were mainly designed as tools for direct visualisation of auxin dis-
tribution in planta. Chemical biology and genetic approaches
used to study the transport mechanisms of these compounds
revealed that both of the FluorAs, to a greater extent compared
with free 2,4-D, were able to bypass active auxin uptake into the
cells due to the contribution of passive diffusion. It can be
rationalised that attaching the linker-NBD hydrophobic moiety
(Bertorelle et al., 2002; Santa et al., 2002) to the hydrophilic car-
boxyl group of 2,4-D significantly increased the hydrophobicity
of the molecules and therefore improved their penetration across
the lipid membranes. The different physico-chemical properties
of FluorA compounds are likely to also explain the differences in
the intensity of the fluorescence signal in planta. Indeed, fluores-
cently tagged compounds with different linker structures can sig-
nificantly differ in their fluorescence intensity (Bieleszov�a et al.,
2019). The further distribution of the compounds is proposed to
be driven by mechanisms of active auxin transport. The increased
fluorescence intensity of the FluorAs in both roots and
hypocotyls after NPA treatment is consistent with findings that
2,4-D is a substrate for PIN and ABCB transporters (Petr�a�sek
et al., 2006; Yang & Murphy, 2009; Ho�sek et al., 2012). How-
ever, the accumulation of FluorAs in the root tip and hypocotyl
after NPA treatment does not exactly resemble the effect of NPA
on pDR5::GUS or pDR5::GFP seedlings, which alternatively
results in accumulated DR5 response signal specifically around
the QC in the distal root tip region (Sabatini et al., 1999; Bailly
et al., 2008) and just below the cotyledons in the hypocotyl
(�Z�adn�ıkov�a et al., 2010). NPA is thought to enhance endogenous
auxin accumulation at its sites of biosynthesis and/or localisation.
However, FluorAs are likely to enter tissues over the entire
seedling surface during the immersion treatment, which should
lead to a different accumulation pattern following NPA treat-
ment.

By contrast, POA-derived FluorA XI was not effectively taken
up into the roots of Col-0. This corresponds with the fact that
unsubstituted phenoxyacetic acid has a low lipid solubility, while
addition of two chlorine atoms increases this solubility and there-
fore greatly supports the uptake of 2,4-D derivatives (Thimann,
1977). Furthermore, the PIP-NBD substructure lacking the 2,4-
D part displayed no signal in the roots, confirming that the 2,4-
D moiety was crucial for the uptake of the compounds into the
plant.

In planta, the fluorescent 2,4-D conjugates mimicked the
asymmetric distributions of auxin known to occur in Arabidopsis
roots and shoots (Benkov�a et al., 2003; Friml, 2003; �Z�adn�ıkov�a
et al., 2010). The transport of auxin in lateral root primordia and
young developing roots is an efflux-dependent process involving
major roles of PIN1, ABCB1 and ABCB19 (Benkov�a et al.,

2003; Za�z�ımalov�a et al., 2010), while the generation of auxin gra-
dients in gravistimulated roots is driven mainly by PIN2 (Abas
et al., 2006; Rahman et al., 2010) and PIN3 (Friml et al., 2002)
carriers. Taken together, the observed accumulations of FluorA I
suggested that this compound is also actively transported by PIN
or ABCB auxin carriers in the roots, lateral roots and gravistimu-
lated primary roots of Arabidopsis.

The formation of the apical hook depends on asymmetric
auxin distribution coordinated by the PIN1, 3, 4 and 7 auxin
efflux carriers (�Z�adn�ıkov�a et al., 2010). Light-stimulated redistri-
bution (Liscum & Hangarter, 1993), as well as passive diffusion,
of IAA away from the concave side of the hook (Vandenbussche
et al., 2010) then leads to apical hook opening. In this develop-
mental process, FluorA II distribution was similar to the native
auxin response (�Z�adn�ıkov�a et al., 2010). Moreover, as it was
shown that PIN3, 4 and 7 are expressed in the epidermis and cor-
tex of the hypocotyl during the maintenance phase of hook devel-
opment (�Z�adn�ıkov�a et al., 2010), our observations of FluorA II
accumulated in this region of the pin3pin4pin7 transport mutant
suggested that these PIN proteins are required for FluorA II to be
asymmetrically distributed. In addition to the PIN transporters,
the auxin influx carriers AUX1 and LAX3 also play an important
role in apical hook development (Vandenbussche et al., 2010).
Although our results suggested that FluorA I and II were not pri-
marily transported by the AUX and LAX influx carriers in roots,
the opposite situation was observed in the apical hook. Based on
the auxin distribution model in the apical hook, AUX1 is mainly
localised in the epidermis of the hypocotyl, contributing to lateral
and basipetal auxin redistribution (�Z�adn�ıkov�a et al., 2010). The
impaired uptake of FluorA II in the hypocotyl of aux1-21lax3
resulted in the loss of FluorA II accumulation on the concave side
of the apical hook, which suggested a role for active auxin influx
carriers on FluorA II distribution in shoots. Moreover, the differ-
ences in uptake of FluorA II between Col-0 and Ler WTs is an
interesting point to further investigate as different responses to
auxin analogues between these two ecotypes have been observed
previously (Vain et al., 2019). S�anchez et al. (2018) showed that
the development of primary roots varied considerably among
Arabidopsis ecotypes at the cellular level, contributing to distinct
root cellular dynamics. This might influence the import of chem-
icals to the cells. Hypothetically, as different ecotypes originate
from different environmental conditions, Col-0 and Ler may
have genetically encoded distinct properties and composition of
the cuticle, cell wall or plasma membranes, resulting in different
permeability and fluidity properties and consequently displaying
differences in the uptake of the chemical substances.

We also observed that FluorA compounds localise in specific
organelles, showing that both FluorA I and FluorA II are suitable
for studies of auxin distribution at the subcellular level in planta.
In agreement with the previous identification of ER-localised
auxin transporters (Barbez et al., 2012; Ding et al., 2012; Simon
et al., 2016), both FluorAs displayed a strong co-localisation with
an ER marker. We did not clearly detect FluorA compounds in
the nucleus, however, which could be explained by a putative low
auxin concentration within the nucleus, below the detection limit
of the confocal imaging technique. Previously, the ER was shown
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to play a dominant role in the regulation of nuclear auxin uptake
(Middleton et al., 2018). However, the regulatory mechanisms
controlling free auxin levels in the nucleus are still unknown and
multidisciplinary approaches combining tools such as auxin fluo-
rescent probes and organelle sorting with sensitive MS-based
methods could help to solve this matter. Interestingly, we also
detected the presence of FluorAs in the endosomes of living
plants. The localisation of auxin within the endomembrane sys-
tem has been observed by invasive immunocytochemical staining
in Arabidopsis and maize, in which IAA was detected in dic-
tyosomes and cytoplasmic vesicles (Schlicht et al., 2006; Met-
tbach et al., 2017). Interestingly, PIN auxin transport carriers are
localised both at the plasma membrane and in endosomes
(Kleine-Vehn et al., 2011). However, it remains unclear whether
PIN carriers are only active at the plasma membrane or are also
active at the endosome membranes, where they could facilitate
the transport of auxin into these endosomes. Releasing the auxin
content of endosome-derived vesicles upon fusion with the
plasma membrane may contribute to the total flux of PAT
(Balu�ska et al., 2003) as indicated by Mancuso et al. (2007).
Despite such vesicular secretion being theoretically refuted as a
major mechanism of auxin transport in planta by mathematical
modelling (Hille et al., 2018), vesicle-based auxin exocytosis from
single plant protoplasts has been detected and quantified by an
amperometry method developed for real-time monitoring of
vesicular IAA release (Liu et al., 2014). Importantly, fluorescent
auxin probes can help to reveal more about how the endomem-
brane system participates in intracellular and tissue-level auxin
transport. Moreover, endosome isolation methods, such as
organelle enrichment using endosome epitope-specific antibodies
(Wilkop et al., 2019) or fluorescent activated sorting of fluores-
cently labelled endosomes, coupled with MS detection, could
provide precise quantification of auxin in pure endosomes and
help to determine how the subcellular distribution contributes to
the maintenance of cellular auxin homeostasis and plant develop-
ment.

To conclude, although both FluorA I and II fluorescent conju-
gates of 2,4-D with NBD were shown to be inactive in auxin sig-
nalling, they mimicked the auxin distribution patterns known to
occur in planta in distinct developmental processes. The struc-
tural modifications of the 2,4-D molecule altered the behaviour
of the compounds compared with free 2,4-D. Therefore, despite
being 2,4-D derivatives, FluorA compounds were able to bypass
active auxin influx mechanisms by passive diffusion similarly to
IAA. Moreover, they also appeared to be distributed efficiently
via the auxin transport system with similar tissue-specific prefer-
ences as native auxin. FluorA I and II displayed potential as fluo-
rescent auxin probes for visualisation of auxin distribution in the
roots and apical hook, respectively. In the hook, a clear impact of
active transport carriers on the distribution of FluorA II was
demonstrated. Additionally, the light-stimulated redistribution
of FluorA II from the zone of auxin maximum, mimicking
auxin-like distribution, makes FluorA II a convenient tool to
study PAT mechanisms during this developmental process. As
low-molecular-mass compounds, FluorAs provide a subcellular
resolution of visualisation, making them valuable tools for

following subcellular auxin gradients and studies of mechanisms
for maintaining auxin intracellular homeostasis. In summary, the
FluorA fluorescent 2,4-D compounds represent a convenient
complementary research toolset to visualise and study the rela-
tionship between auxin action and localisation in planta at both
tissue and subcellular levels.
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Data availability

The data that support the findings of this study are available from
the corresponding authors upon reasonable request.
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