
 

 

Key resources table 

REAGENT or RESOURCE SOURCE IDENTIFIER 

Chemicals, peptides, and recombinant proteins 

TMA-DPH Thermo Fisher Scientific Cat. # T204 

FM4-64 Thermo Fisher Scientific Cat. # T13320 

iFluor™ 555 maleimide AAT Bioquest Cat. # 1063 

Cerulenin Cayman Chemical Cat. # 10005647 

PreScission Protease GenScript Cat. # Z02799 

Lipids   

Cardiolipin (E. coli) (CL) Avanti Polar Lipids Cat. # 841199C 

L-α-phosphatidylglycerol (E. coli) (PG) Avanti Polar Lipids Cat. # 841188C 

L-α phosphatidylethanolamine (E. coli) 
(PE) 

Avanti Polar Lipids Cat. # 840027C 

L-α-phosphatidylcholine (Egg, Chicken) 
(PC) 

Avanti Polar Lipids Cat. # 840051C 

1,2-dioleoyl-sn-glycero-3-
phosphoethanolamine-N-(7-nitro-2-1,3-
benzoxadiazol-4-yl) (18:1 NBD PE) 
 

Avanti Polar Lipids Cat. # 810145C 

1,2-dioleoyl-sn-glycero-3-phosphocholine-
N-(Cyanine 5) (18:1 Cy5 PC)  
 

Avanti Polar Lipids Cat. # 850483C 

 

   

Deposited Data   

Raw data and scripts underlying this study This study doi: 
10.17632/27cdx65wh7.
1 

   

Experimental models: Organisms/strains  

Bacillus subtilis PY79 Prototrophic derivative of B. 
subtilis 168 

Strain ID: 1415167 
45 

∆fisBΩtet 12 BDR1083 

amyE::PspoIIQ-cfpΩspec  12 BKM15 

spoIIIEΩneo 5 BDR1066 

spoIIIE36 5 BDR1050 

ycgO::PspoIIIE-spoIIIE*D584AΩphleo, 
spoIIIEΩneo, amyE::PspoIIQ-cfp(Bs) Ωcat 

34 BAT498 

pelB::PspoIIIE-spoIIIEΩcat Rudner Lab  BAT609 

spoIIIEΩneo pelB::PspoIIIE-spoIIIEΩcat BAT609→ BDR1066 (cat) BAL039 

spoIIIEΩneo ycgO::PspoIIIE-
spoIIIE*D584AΩphleo 

BAT498→ BDR1066 (phleo) 
 

BAL040 

∆fisBΩtet ycgO::PfisB-Mgfp A206K -fisB Ωcat 12 BAM003 

∆fisBΩtet, ycgO::PspoIID-RBSfisB(5n)-mGFP 
A206K-fisBΩerm 

13 BAL003 

∆fisBΩtet spoIIIE36  BDR1083→ BDR1050(tet) BAL041 

∆fisBΩtet spoIIIE36 ycgO::PfisB-mGFP 
A206K-fisBΩcat 

pAM002→ BAL041(cat) BAL042 



 

 

∆fisBΩtet spoIIIE36 ycgO::PspoIID-
RBSfisB(5n)-mGFP A206K-fisB Ωerm 

pAL004→ BAL041(erm) BAL043 

∆fisBΩtet spoIIIEΩneo BDR1083→ BDR1066(tet) BAL044 

∆fisBΩtet spoIIIEΩneo pelB::PspoIIIE-
spoIIIEΩcat 

BAT609 → BAL044(cat) BAL045 

∆fisBΩtet spoIIIEΩneo ycgO::PspoIIIE-
spoIIIE*D584AΩphleoB 

BAT498→ BAL044(phleo) AL046 

∆fisBΩtet spoIIIEΩneo  pelB::PspoIIIE-
spoIIIEΩcat yhdG:: PfisB-mGFP A206K -fisB 
Ωerm 

pAL033→ BAL045 (erm) BAL047 

∆fisBΩtet spoIIIEΩneo ycgO::PspoIIIE-
spoIIIE*D584AΩphleo yhdG:: PfisB-mGFP 
A206K -fisB Ωerm 

pAL033→ BAL046 (erm) BAL048 

Oligonucleotides 

his6-fisBECD G123C ctggcgccgctgtggcaggtatgggtt
tcca 

oAL001 

his6-fisBECD  tggaaacccatacctgccacagcgg
cgccag 

G123CoAL002 

FisB T249C gtcgttaagtttccgttttcatcaggattc
atttgaaacatatctttcatat 

oAL003 

FisB T249C atatgaaagatatgtttcaaatgaatcc
tgatgaaaacggaaacttaacgac 

oAL004 

Recombinant DNA 

his6-fisBECD WT 12 pKM110 

his6-fisBECD WT G123C 13 pAL007 

GST- fisBECD WT This work pAL008 

GST-fisBECD WT G123C This work pAL009 

GST-fisBECD WT G123C ∆C This work pAL010 

yhdGΩerm Rudner Lab  pB034 

ycgO::PfisB-mGFP -fisBΩcat 12 pAM002 

ycgO::PfisB-mGFP -fisB*No internalEcoRIΩcat This work  pAM002_IntEcoRImiss 

ycgO::PspoIID-RBSfisB(5n)-mGFP A206K-fisB 
Ωerm 

13 pAL032 

ycgO::PspoIID-RBSfisB(5n)-mGFP A206K-
fisB*No internal EcoRIΩerm 

 This work pAL032_IntEcoRImiss 

yhdGΩerm Rudner Lab  pCB034 

yhdG::PfisB-mGFP -fisB Ωerm This work. Built in a two-way 
ligation with 
pAM002_IntEcoRImiss cut 
with EcoRI and BamH1 as 
insert and pB034 cut with 
EcoRI and BamH1 as target 
vector 

pAL033 

Software and algorithms 

JFilament 21 http://athena.physics.le
high.edu/jfilament/ 

MatLab The MathWorks, Inc., Natick, 
MA 

https://www.mathworks.
com/ 

 


