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REAGENT or RESOURCE ‘ SOURCE ‘ IDENTIFIER
Chemicals, peptides, and recombinant proteins

TMA-DPH Thermo Fisher Scientific Cat. # T204
FM4-64 Thermo Fisher Scientific Cat. # T13320
iFluor™ 555 maleimide AAT Bioguest Cat. # 1063
Cerulenin Cayman Chemical Cat. # 10005647
PreScission Protease GenScript Cat. # 202799
Lipids

Cardiolipin (E. coli) (CL)

Avanti Polar Lipids

Cat. # 841199C

L-a-phosphatidylglycerol (E. coli) (PG)

Avanti Polar Lipids

Cat. # 841188C

L-a phosphatidylethanolamine (E. coli)
(PE)

Avanti Polar Lipids

Cat. # 840027C

L-a-phosphatidylcholine (Egg, Chicken)
(PC)

Avanti Polar Lipids

Cat. # 840051C

1,2-dioleoyl-sn-glycero-3-
phosphoethanolamine-N-(7-nitro-2-1,3-
benzoxadiazol-4-yl) (18:1 NBD PE)

Avanti Polar Lipids

Cat. # 810145C

1,2-dioleoyl-sn-glycero-3-phosphocholine-
N-(Cyanine 5) (18:1 Cy5 PC)

Avanti Polar Lipids

Cat. # 850483C

Deposited Data

Raw data and scripts underlying this study
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Experimental models: Organisms/strains

Bacillus subtilis PY79

Prototrophic derivative of B.
subtilis 168

Strain ID: 1415167
45

AfisBQtet 12 BDR1083
amyE::PspollQ-cfpQspec 12 BKM15
spolllEQneo 5 BDR1066
SpollIE36 5 BDR1050
ycgO::PspolllE-spolllE*D584AQphleo, 34 BAT498
spolllIEQneo, amyE::PspollQ-cfp(Bs) Qcat

pelB::PspolllE-spolllEQcat Rudner Lab BAT609
spolllEQneo pelB::PspolllE-spollEQcat BAT609— BDR1066 (cat) BALO39
spolllEQneo ycgO::PspolllE- BAT498— BDR1066 (phleo) | BAL040
spolllIE*D584AQphleo

AfisBQtet ycgO::PfisB-Mgfp A206K -fisB Qcat | 12 BAMO03
AfisBQtet, ycgO::PspollD-RBSfisB(5n)-mGFP | 13 BALOO3
A206K-fisBQerm

AfisBQtet spolllE36 BDR1083— BDR1050(tet) BALO41
AfisBQtet spolllE36 ycgO::PfisB-mGFP pAMO002— BALO41(cat) BALO42

A206K-fisBQcat
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AfisBQtet spolllE36 ycgO::PspollD- pALO04— BALO41(erm) BALO43
RBSfisB(5n)-mGFP A206K-fisB Qerm
AfisBQtet spolllEQneo BDR1083— BDR1066(tet) BALO44
AfisBQtet spolllEQneo pelB::PspolllE- BAT609 — BALO44(cat) BALO45
spolllEQcat
AfisBQtet spolllEQneo ycgO::PspolllE- BAT498— BAL044(phleo) ALO46
spollIE*D584AQphleoB
AfisBQtet spolllIEQneo pelB::PspolllE- pAL033— BALO045 (erm) BALO47
spolllEQcat yhdG:: PfisB-mGFP A206K -fisB
Qerm
AfisBQtet spolllEQneo ycgO::PspolllE- pAL033— BAL046 (erm) BAL048
spolllE*D584AQ0phleo yhdG:: PfisB-mGFP
A206K -fisB Qerm
Oligonucleotides
his6-fisBECP G123C ctggcgccgcetgtggcaggtatgggtt | oALO01
tcca
his6-fisBECP tggaaacccatacctgccacagcgg | G123CoAL002
cgccag
FisB T249C gtcgttaagtttccgttttcatcaggattc | oALOO3
atttgaaacatatctttcatat
FisB T249C atatgaaagatatgtttcaaatgaatcc | o0ALO04
tgatgaaaacggaaacttaacgac
Recombinant DNA
his6-fisBEC® WT 12 pKM110
his6-fisBECP WT G123C 13 pALOO7
GST- fisBECD WT This work pALO08
GST-fisBECOPWT G123C This work pALO09
GST-fisBECPWT G123C AC This work pALO10
yhdGQerm Rudner Lab pB034
ycgO::PfisB-mGFP -fisBQcat 12 pAMO002
ycgO::PfisB-mGFP -fisB*No internalEcoRIQcat | This work PAMO02_IntEcoRImiss
ycgO::PspollD-RBSfisB(5n)-mGFP A206K-fisB | 13 pPALO32
Qerm
ycgO::PspolID-RBSfisB(5n)-mGFP A206K- This work PALO32_IntEcoRImiss
fisB*No internal EcoRIQerm
yhdGQerm Rudner Lab pCB034
yhdG::PfisB-mGFP -fisB Qerm This work. Built in a two-way | pAL033
ligation with

pPAMO002_IntEcoRImiss cut
with EcoRI and BamH1 as
insert and pB034 cut with
EcoRI and BamH1 as target
vector

Software and algorithms

JFilament 21 http://athena.physics.le
high.edu/jfilament/
MatLab The MathWorks, Inc., Natick, | https://www.mathworks.

MA

com/




